project focuses on melanocyte differentiation in Zebrafish. Two main transcription factors, Sox10 and Mifta (microphthalmiaassociated transcription factor), are already known to be involved in this process [Dutton et al., 2001; Elworthy et al., 2003]. Fate specification of melanocytes depends upon Sox10, and on Wnt signalling, to mediate regulation of Mitfa transcription. In contrast, the precise mechanism resulting in stable melanocyte differentiation remains unclear. In order to better define the genetic regulatory network (GRN) underlying melanocyte differentiation, I am testing different aspects of an initial GRN derived from a combination of our recent experimental data and mathematical modelling. Our invivo data suggests that Our aim is to elucidate the importance and mode of action of the numerous SE in the brk locus invivo. Moreover, we would like to analyse the brk gene's sensitivity and ability to respond to differing levels of Dpp signalling. We are able to change the respon- Thus, Wnt signalling is likely to be required at several different stages of skull ossification. To support this hypothesis, we
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show that GSK-3b / and Axin2 / mouse skulls show both an early delay in intramembraneous ossification of the frontal bones and S317
